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CO2 = 400,000 ppb

CH4 has
25 fold higher
GHG potential
than CO2

About 50%  of 
European CH4
emissions are
fromZunahme des Methangehalts in der Atmosphäre seit 1979. Quelle der 

Abbildung: Synthesis Report Climate Change: Global Risks,

Challenges & Decisions. Copenhagen 2009, 10-12 March.

from
agriculture

Increase of the methane concentration in in the atmosphere since 1979.
Synthesis Report Climate Change: Global Risks,
Challenges & Decisions. Copenhagen 2009, 10‐12 March. 
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Structures of MCR in two inactive
(Ni2+)MCR forms at 1.16 Å resolution( )
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i l i l difi iFive postranslational modifications
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Mechanism 1

Scheller, Thauer, Jaun et al. (2013 a and b)
JACS
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Bacteria Archaea

Maize Silage
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